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Background | Results |

Staphylococcus aureus is an important intramammary
pathogen which causes mastitis Iin dairy livestock.
Infections with S. aureus (SA) decrease quantity and
qguality of milk, result in economic loss, and can pose a
risk to public health. SA can produce heat-stable toxins
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UMVDL over six years. _ o _
o 27.5% (25 isolates) were oxacillin resistant
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which cause food pOiSOning when consumed In either Z :?]i:geagi:edoﬁlnsaﬁ'lyca(.)?/eesl‘ e None of the 29 recent isolates were phenotypica”y
pasteurized or raw milk products. Some strains of SA 0 time. resistant to any of the 12 antibiotics tested.
are resistant to a range of antibiotics, most notably 2016 2007 2018 2015 2020 200 2022 2023 :
methicillin (MRSA), which is troubling particularly in ) e e averae
nosocomial settings.? % ; J | ) SA mastitis is increasing in Maine.
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* Phenotypic and genetic antibiotic resistance s S first 30 months of the resistance, was found on some Maine dairies in
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